Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.040; wR factor = 0.137; data-to-parameter ratio = 12.6.
Related literature
For background to N-phenylhydrazinecarboxamides and their complexes, see: Reena et al. (2008) . For the synthesis of related compounds, see: Siji et al. (2010) . For related structures, see: Kayed et al. (2011); Kala et al. (2007) ; Kurup et al. (2011) ; Reena & Kurup (2010) .
Experimental
Crystal data 
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.967, T max = 0.991 10811 measured reflections 2687 independent reflections 2066 reflections with I > 2(I) R int = 0.035 Refinement R[F 2 > 2(F 2 )] = 0.040 wR(F 2 ) = 0.137 S = 1.06 2687 reflections 213 parameters 2 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.16 e Å À3 Á min = À0.13 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2004); cell refinement: SAINT (Bruker, 2004); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008) and ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97 and publCIF (Westrip, 2010).
2-(3-Ethoxy-2-hydroxybenzylidene)-N-phenylhydrazinecarboxamide
M. Sithambaresan and M. R. P. Kurup
Comment
The compound crystallizes into a monoclinic space group C2/c. The molecule is almost planar with maximum deviation of 0.218 (1) Å for the atom N1. The dihedral angle between the two aromatic rings is 6.70°. The molecule exists in the E configuration with respect to C7=N1 bond ( Fig. 1) . A torsion angle value of -176.4 (1)° corresponding to O3-C8-N2-N1 moiety confirms the trans configuration of the O3 atom with respect to hydrazine nitrogen atom N1. As a result, the atom N1 lies cis to N3, with an N1-N2-C8-N3 torsion angle of 3.6 (2). This arrangement favours the intramolecular hydrogen bond interaction between N1 and H attached to N3 atom. Similarly O1 and O2 lie cis to each other with an torsion angle of -0.4 (2) and it favours the intramolecular hydrogen bond interaction between O1 and the H on O2 atom. These two The neighbouring molecules are interconnected by intermolecular hydrogen bonding (Table 1 ). The molecular array involes two types of hydrogen bonding interactions where the O1 and O3 function as acceptors while the atom O2 acts as donor and acceptor.
In the crystal lattice ( Fig. 2) , two-dimensional packing is fashioned by the network of intermolecular hydrogen bonding interactions. The repeating units of two adjacent molecules are aligned in offset manner. The distance between two consecutive parallel rings is more than 5 Å and therefore there are very weak π···π or C-H···π interactions between the adjacent molecules. However, the hydrogen bonding plays key role in packing of molecules in the unit cell.
Experimental
The title compound was prepared by adapting a reported procedure (Siji et al., 2010) . A methanolic solution (30 ml) of N-phenylhydrazinecarboxamide (1.511 g, 10 mmol) was added to a solution of 3-ethoxy-2-hydroxybenzaldehyde (1.662 g, 10 mmol) in methanol and the reaction mixture was refluxed for 2 h after adding a few drops of dilute acetic acid. On cooling the solution, very pale yellow block-shaped crystals suitable for single-crystal analysis were obtained.
Refinement
All H atoms on C were placed in calculated positions, guided by difference maps, with C-H bond distances 0.93-0.97 Å.
H atoms were assigned as U iso =1.2U eq (1.5 for Me). N3-H3' and O2-H2 H atoms were located from difference maps and restrained using DFIX instructions. N2-H2' hydrogen is located from difference maps and was freely refined. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.37161 (4) −0.1876 (2) 0.50043 (7) 0.0781 (4) (7) −0.0007 (6) −0.0019 (7) C10 0.0634 (9) 0.0609 (9) 0.0627 (9) −0.0027 (7) −0.0062 (7) 0.0058 (7) 
